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Diğer Dergilerde Yayınlanan MakalelerDiğer Dergilerde Yayınlanan Makaleler1. Bioinformatics-Driven Structural and Pharmacological Analysis of SLITRK1 in Tourette Syndrome:Bioinformatics-Driven Structural and Pharmacological Analysis of SLITRK1 in Tourette Syndrome:Impact of S656M Mutation Using Molecular Dynamics, Docking, and Reinforcement LearningImpact of S656M Mutation Using Molecular Dynamics, Docking, and Reinforcement LearningAktaş E., İslim A. R., Kırboğa K. K., Yıldız D., Özdemir Özgentürk N., Rudrapal M., Khan J., Achar R. R., Silina E.,Manturov N. A., et al.Computation, cilt.13, sa.2, ss.1-27, 2025 (ESCI)2. Revealing In Silico  that Bacteria’s Outer Membrane Proteins may Help our Bodies Replicate andRevealing In Silico  that Bacteria’s Outer Membrane Proteins may Help our Bodies Replicate andCarry Severe Acute Respiratory Syndrome Coronavirus 2Carry Severe Acute Respiratory Syndrome Coronavirus 2Aktaş E., Özdemir Özgentürk N.Bioinformatics and Biology Insights, cilt.16, ss.1-7, 2022 (ESCI)3. Bioinformatic analysis reveals that some bacteria may aid SARS-CoV-2 spread and entry into  hostBioinformatic analysis reveals that some bacteria may aid SARS-CoV-2 spread and entry into  hostcellscellsAktas E., Korcan S. E., ÖZDEMİR ÖZGENTÜRK N., Erismis U. C.SIGMA JOURNAL OF ENGINEERING AND NATURAL SCIENCES-SIGMA MUHENDISLIK VE FEN BILIMLERI DERGISI,cilt.39, sa.3, ss.248-259, 2021 (ESCI)4. Bioinformatics Analysis Unveils Certain Mutations Implicated in Spike Structure Damage and Ligand-Bioinformatics Analysis Unveils Certain Mutations Implicated in Spike Structure Damage and Ligand-Binding Site of Severe Acute Respiratory Syndrome Coronavirus 2Binding Site of Severe Acute Respiratory Syndrome Coronavirus 2
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